[The construction of a model of the envelope proteins of potex-group viruses].
Amino acid sequences of coat protein of potato X-virus, aucuba potato mosaic, papaya mosaic and white clover mosaic have been comparatively studied. The results of this comparative study have become the basis for prediction of the secondary structure of the viruses and for construction of a model of potexvirus coat protein. The potexvirus coat protein was based on the three-layered arrangement of five alpha spirals. It is supposed that RNA molecule is within the protein subunit. Availability of common amino acid sequences in alpha spirals of coat proteins of TMV and potexviruses is established and this permits supposing their common origin.